Amendments to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of Claims: 

Claim 1 . (Original) A method of early diagnosing chronic rejection (CR) in a transplanted 
subject comprising 

a) taking as a baseline value the level of mRNA expression corresponding to or protein encoded 
by at least one gene, the gene originating from a specific allograft tissue biopsy of a 
transplanted subject who is known not to develop CR; 

b) detecting a level of mRNA expression corresponding to or protein encoded by the at least one 
gene identified in a) in an allograft tissue biopsy of the same tissue type as in a) obtained from a 
patient within the first year post-transplantation; and 

c) comparing the first value with the second value, wherein a first value lower or higher than the 
second value predicts that the transplanted subject is at risk of developing CR. 

Claim 2. (Original) A method according to claim 1 , wherein the baseline value a) is obtained by 
detecting a level of mRNA expression corresponding to or protein encoded by at least one gene 
in an allograft tissue biopsy obtained from the donor at the day of transplantation. 

Claim 3. (Original) A method for monitoring CR in a transplanted subject at risk of developing 
CR comprising 

a) obtaining a pre-administration sample from a transplanted subject prior to administration of a 
CR inhibiting agent, 

b) detecting the level of expression of mRNA corresponding to or protein encoded by the at least 
one gene in the pre-administration sample, 

c) obtaining one or more post-administration samples from the transplanted patient, 

d) detecting the level of expression of mRNA corresponding to or protein encoded by the at least 
one gene in the post-administration sample or samples, 

e) comparing the level of expression of mRNA or protein encoded by the at least one gene in 
the pre-administration sample with the level of expression of mRNA or protein encoded by the at 
least one gene in the post-administration sample or samples, and 

f) adjusting the agent accordingly. 

Claim 4. (Currently amended) A method for preventing, inhibiting, reducing or treating CR in a 
transplanted subject in need of such treatment comprising administering to the subject a 



compound that modulates the synthesis, expression or activity of one or more genes or gene 
products as identified in claim 1 or 2 . so that at least one symptom of CR is ameliorated. 



Claim 5. (Cunrently amended) A method for identifying agents for use in the prevention, 
inhibition, reduction or treatment of CR comprising monitoring the level of mRNA expression of 
one or more genes or gene products as identified in claim 1-of-2. 

Claim 6. (Currently amended) A method according to claim 1 , 3 or ^ , wherein the transplanted 
subject is a kidney transplanted subject. 

Claim 7. (Currently amended) A method according to claim 5 or 6 , wherein the genes are 
selected from the group of genes as id e ntified i n Tabic 1 and/or 2 and/or 3 having the following 
GenBank accession numbers X07696, AB005666, U65785, M16937, Z37166, U48231. U77968, 
AJ000480. AF040708. AJ011497, Z70519. U41635. U45448, AB010414. X9841 1 , AB011082. 
X63546. S80864, AI827895. U13897, U16799, X14445. AI653621. U79251. M59818. D11086. 
NM002893, AL049449, AL049228. X64116, S85655. W26469. AB020638. U56637. D14110. 
M24194, X56777, U94747, AB018313. U66059. M93651. AJ005814. X75861. X78947, L05095. 
U52112, AF031416, M31661. Z25749. AF034176. U90904. D38048. AI743134, U66078, 
AB023154, AI540925, U07132. AA527880. AI828210. U77327. U40282, AF029778. M92287, 
AF042379. X56468. X07696. M16937. AF040708, U41635. AB10414, U79251. AL049449. 
W26469. AJ005814 and M31661 . 

Claim 8, (Currently amended) A method according to claim 1 , 3. ^ or 5 , wherein the level of 
expression of the gene expression is assessed by detecting the presence of a protein 
corresponding to the gene expression product. 

Claim 9. (Original) A method according to claim 8, wherein the presence of the protein is 
detected using a reagent which specifically binds to the protein. 

Claim 10. (Currently amended) A method according to claim 1 , 3, ^ or 5 , wherein the level of 
mRNA expression of one or more genes is detected by techniques selected from the group 
consisting of Northern blot analysis, reverse transcription PCR and real time quantitative PCR. 

Claim 1 1 . (Currently amended) A method according to claim 1 , 3, 1 or 5 wherein the level of 
mRNA expression of a set of genes is detected. 



Claims 12-14. (Canceled) 



